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Abstract

Surveillance of antiretroviral drug resistance in the lower northern region by genotypic HIV drug
resistance assay using next generation sequencing technology which has not been previously reported in this
area. It is a retrospective descriptive study, from March 2018 to September 2020, on the 614 patients with
a consistency taking antiretroviral drugs and had a viral load greater than 1,000 copies/ml, out of 13,461
HIV-infected patients tested for total HIV viral load.

HIV drug resistance (HIV-DR) was detected in 412 patients and the prevalence of HIV drug
resistance was 3.06%. Mainly, the patient’s viruses were CRFO1_AE and had viral load between 10,001 -
100,000 copies/ml. Most of 256 patients were resistant to both NRTIs and NNRTIs. The highest of NRTIs
resistant mutation was M184 with additional found K65 and D67. Genetic changes responsible for NNRTs,
PIs, INSTIs resistances were K103, 154, A128, respectively. Only one patient had resistant to all drugs.

The use of NGS technology will be a tool that monitors HIV antiretroviral therapy and provides

information to implement action plans to achieve the national strategy.
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(8TC), Tenofovir (TDF), Efavirenz (EFV), Entravirine (ETR), Nevirapine (NVP), Rilpirapine (RPV), Atazanavir
(ATV/r), Darunavir (DRV /r), Fosamprenavir (FPV/r), Indinavir (IDV/r), Lopinavir (LPV/r), Nelfinavir (NFV),

Saquinavir (SQV/r), Tipranavir (TPV/r), Doutegravir (DTG), Elvitegravir (EVG) wag Raltegravir (RAL) 105
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